. Analysis of potential off-target sites of VuSYMRK gRNAs. (A) PCR detection of potential off-target sites of the designed three gRNAs. Lanes 1-4, gRNA1 off-target site 1 (Vigun05g271100) of lines 1, 3, 18, 29; Lanes 5-8, gRNA1 off-target site 2 (Vigun11g100700) of corresponding lines; Lanes 9-12, gRNA1 off-target site 3 (Vigun07g201000) of corresponding lines; Lanes 13-16, gRNA2 off-target site1 (Vigun03g327900); Lanes 17-20, gRNA2 off-target site 2 (Vigun08g093300); Lanes 21-24, gRNA2 off-target site 3 (Vigun09g252400); Lanes 25-28, gRNA3 off-target site 1 (Vigun03g042200); Lanes 29-32, gRNA3 off-target site 2 (Vigun03g308200); Lanes 33-36, gRNA3 off-target site 3 (Vigun02g034200). (B) Sequencing results of potential offtarget sites in transgenic roots compared to the wild-type root (WT).
